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DEVELOP MENT OF A QUANTITATI VE REAL-TI ME POLYMERASE CHAIN
REACII ON ASSAY SPEAH C FOR EHRILICHAE CHAFFEENSIS
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( Bejing Institue of Mcrobidlogy and Epideniodlogy » Sae Key Laboraory of Pahogen and Bosecuwrity » Bejing 100071)

Abstract  According to the 15 rRNA gene sequences specific for Elrlichiae chgffeensis » a pair of pri ners and one TaqMan -MGB
probe were designed - The real time quantitative polynerase chain reaction was developed with the primers » probe s and the
tenplate ( 1B rRNA gene DNAfragnent of E - chgffeensis) - The sensitivity of this real tine quantitative PCR was about 30t nes
higher than that of the nested PCR used to detect honnlogous DNA - By this quantitative real time PCR, the DNA sanfe of E -
chgffeensis was positively detected but not other rickettsial or bacterial DNA sanyles and the variation coefficients of inira ~and
inter assay reproduci hility were 0.2%~2.0%. The resuts show that the nethod is usefu for detection of tiny DNA of E-

chgffeensis in various samyles -
Key words  Fhrlichiae choffeensis 5 Quantitative real tine PCR; 18 rRNA ; Fhlichiosis
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